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Figure 1 1 
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SDS-PAGE ana.ysis of fractions obtained from the Reactor processing of 1 ug of Human K562 
proteins extracted with 1% Triton X-.00, .50 mM Nad. Lane (1) mo.ecular weigh.marRer 
proteins; (2) , ng of .he .ysate; (3) ,he flow throng* fraction eo.lee.ed after comp.efon of 
.oading the sample onto the reactor column; and (4) the eluate cofleeted after washmg the 
protein-.oaded column with buffer Kl containing 20% acetonitnle. The observation that no 
proteins are visible in banes (3) and (4) indicates that all proteins loaded onto me column are 
immobilized onto the resin. 



Figure 12. 
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MS Base Peak total ion chromatogram obtained from analysis of 1 ug of Human K562 proteins 
extracted with 1% Triton X-100, 150 mM NaCl and subjected to tryptic digestion using the 
reactor device. 



Figure 13 
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Proteins identified from the analysis of 1 ug of Human K562 proteins extracted with 1% Triton 
X-100, 150 mM NaCl and subjected to tryptic digestion using the reactor device and mass 
spectrometry analysis. For clarity, only the protein gi is provided. 



Figure 14 
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Components for the continous in-line coupling of cell harvest and lysis {mode a) with reactor 
based sample processing {mode b) including the cell harvest column and the reactor column. 
Refer to Section A for the label designations for the device components. 

Figure 15 




MS Base Peak total ion chromatogram obtained from MS analysis resulting from the in-line 
integrated processing of -1000 human 293F cells. 

Figure 16 
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Proteins identified from the in-line integrated processing of -1000 human 293F cells. For 
clarity, only the protein gi is provided. 

Figure 17 



